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Human TAF9 qPCR Primer Pair
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QH23677S Human TAF9 qPCR Primer Pair 200X
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» Human TAF9 qPCR Primer Pair, HIATAF9 qPCR5I%A, FZEM THTSYBR GreenflJqgPCR. One-Step qRT-PCR&(semi-

>

quantitative PCR, A5 [¥ AL, SidqPCREIE. FURAG I,
gPCR (Quantitative PCR)BIE&PCR, WFRELH % E BPCRE LM & &PCR (Real-time quantitative PCR), SZHfPCR
(Real-time PCR), /2—F{EDNAY ¥ RMIIFEF, PATOLEBNEF DI RAEHE RN (PCREREF=MEEN L, qPCRE
FARIFRN TR SYBR GreenZ ik WY RHEMIREH ., SYBR GreenZud ekl AH AL, IER R AIDNALE &Yk}
SYBR Greens AU PCRISFEHFIREIPCRY /=) ; MitRET1%(Probe method), WHE#F A TagManiRErE, MERDEEH
L, TR IR AR K EE A (Quencher) ARIE I DNATREHE M UE I PCRAGIY B AR 41 (1,2]0

XTSYBR Green¥GuklE, FIMEXREL, REFSIVW™HRABARIFENGIEHERE, METRIGFEERIE, R4
f, V8RR, S _RETERLERK, qPCREGEREE; RRF5IN—MBERESMNE T (Span exon junctions), & 1%
HRNHADNA (gDNA)WYH[3,4]; RZRFINEIWr=RIEEEE, JUFEE TITE AR/NIER; 51N TMEL60°C, KZ4L
=Y (Amplicon) UK EZ190-160bp, R = KRIETRALE A& ME 5@ G Y & (Primer Panel/Primer Array),

AP EATIRG TR, S8 & ER519% (Forward primer, AR _EH7519)f1 A5 (Reverse primer, thWFR NilF5(4) %
1nmol, #2nmol, ~&EEEEE(Nuclease-free), HFEINA400plBAKIARK2.5uM each, BRI, 1%20ulsk25ulikZ
M2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name TATA-box binding protein associated factor 9
Gene Symbol TAF9
Synonyms TAF2G; TAFII31; TAFII32; MGC:5067; TAFII-31; TAFII-32; TAFIID32; STAF31/32
Organism Human
Gene ID 6880
UniProt ID Q16594

Main Accession No. NM_003187

NM_001015892, NM_003187, NM_016283.2, NM_016283.3, NM_003187.1, NM_003187.2,
Other Accession No. | NM_003187.3, NM_003187.4, NM_001015892.1, BC007349, BC003400, BC003400.1,
BC033320, BG490028, BG720149, BT019652, NM_003187.5

Map Location 5q13.2

Pathway -

Initiation of transcription by RNA polymerase II requires the activities of more than 70
polypeptides. The protein that coordinates these activities is transcription factor IID
(TFIID), which binds to the core promoter to position the polymerase properly, serves
as the scaffold for assembly of the remainder of the transcription complex, and acts as
a channel for regulatory signals. TFIID is composed of the TATA-binding protein (TBP)
and a group of evolutionarily conserved proteins known as TBP-associated factors or
TAFs. TAFs may participate in basal transcription, serve as coactivators, function in
Gene Summary promoter recognition or modify general transcription factors (GTFs) to facilitate
complex assembly and transcription initiation. This gene encodes one of the smaller
subunits of TFIID that binds to the basal transcription factor GTF2B as well as to several
transcriptional activators such as p53 and VP16. In human, TAF9 and AK6 (GenelD:
102157402) are two distinct genes that share 5 exons. A similar but distinct gene (TAFIL)
has been found on the X chromosome and a pseudogene has been identified on
chromosome 19. Alternative splicing results in multiple transcript variants. [provided
by RefSeq, Sep 2013]




Amplicon Information
Amplicon Length (bp) | 110

NCBI mRNA ID NM_003187.5

NCBI Protein ID NP_003178.1
Ensembl Transcript ID | ENST00000217893.10

Ensembl Gene ID ENSG00000273841.6
Ensembl mRNA ID TAF9-201
FramElE!
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QH23677S Human TAF9 qPCR Primer Pair 1nmol each
— LRE 11
REFFM
-20°CHRA7, BEWEIRIEHHTIE S 7048, ko0 2 IRRl,
ARSI

> PCRYHE VAR AT RE & IR R L SRS A7 A 2 A8 A A = 5=

> BAKRZRGNG W R SRR G, B BORTERIZL(Melt curve) 704 ABEY 1 SR Rt QR VA — Mafgh
2Rl (Rf I AR KR B BEDNA M TmAE), WA —Risa— ), WRAE AR MLk B, Zles ki, mIREZ 5|9
CRASARR Y R, PR KADNAG R, XA I R, BB E A SRR AR (No template control, NTC),
RIS B AR 22 AL 25 BRAS DS R SO A 7y, ARFERE S AR TCRSAON BRALIE AR R 2 5%, PRI R A S [ —RIRE e
AR SR 1

> BRI - Pisgs, HEEEHPTE 2 qPCR Mix,

> AP ERT LA ZRIRERIRN, M TIRKSHEGET, NMEAT R, MIFRT EEEEN.

> NTIERZENERE, EFLRRFR—RETERE,

fERAE:
1. PCRIRMIEFRIVBEHE :

a. JFBAF&AT, 3000-8000 X gBOa15r5f, DARIFF &IN5 1T, BEMA400ul Ak, LS FHERSER, R
JEEONUPREEOLR, FHEEEREREWRITIRS, 154000l 2.5uM eachfyPrimer Mix, #B4i/K#fE#E # F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

b. Rlf#EIHIRSIPCR N TS /ITE R, SYBR Green qPCR MixTh Al HIES G E Tk LBUkEWN, #HHEEH
BeyoFast™ SYBR Green gqPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Biis%) (D7501/D7503/D7507)8{BeyoFast™ SYBR Green One-Step
gRT-PCR Kit (Fii5 %) (D7509).

c. SETFREZRIIKNALIREPCRRMNAR, PL96FLIRFIBeyoFast™ SYBR Green qPCR Mix (2X) .

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul

F1: @ES LR E0.2-0.5uM eachi I3RS RAFHIRETIRLER, AT RIEE M. 1-1.0uM eachyEREINTE%ES 11112
i
H2: FEHEDNABRKEDLII-10ng cDNAKNSERE, RARYFMIERFSHENENERRE LR, maELE, arnk
R BB TR MR, DU E BB 8, RT-PCRINSZIMICDNAE B/ BT, HimEREgs
PCRZ B AR10%,
H3: 96U IR AR ER 20u], AT DURIESLPREI AR, % Efy RekgE/ NN AR R,
H4: BN E AR B R,

d. FABHBREIITIRS R EMVortexis), BB, FRARRBETER, #HE#HBeyoFuge™ Al B MFLARE O
(BEX, 2500rpm) (E6758)HH THLIHEE L,

e. KLEIFMPCRR N EKPCRIMARE T %Y e BPCRIN L, FFihwEEPCRR N,

2. PCRIRPIFE:
1EReal-time PCRR N AT THARAITIZS M, JEHIZEN5°C 24080, B 4aEGCHMUE S E K AIZE5-100%, A2 2D
ABI QuantStudio™ 6 Flex#¢ )& & PCRIHH:

2 /5 QH23677 Human TAF9 qPCR Primer Pair 400-1683301/800-8283301 ¥z X/Beyotime



A 95°C 243k,

APk 95°C 158

B 60°C 15-30%);

BHESEbMP B, EBHA0OMEIR;

FEAREHE AT (RTIE) . 95°C 1579, 60°C 15%), 95°C 158;

f. AR EREPCRIR BT M eh 3R

H: DLEZFIREMGPCRR N RSA, 2%, LR MNAHRER. 5IMENSHARTNSR, FRESER. 5%, BA
B U E R M 551, FHEARIE LLBIBORE S N MR R LR AP EPCR, WSRA =27%qPCR, RFEAEIR K /HEH
JEI—272°C 30%), BEGEE VD, cAIGMAIX—P 40 MEIREDA],

¢99¢9
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QHO00001 Human ACTB gqPCR Primer Pair 200/1000/5000¢%
QH00005 Human B2M gPCR Primer Pair 200/1000/X
QH00009 Human GAPDH gPCR Primer Pair 200/1000/5000¢X
QH00013 Human GUSB gPCR Primer Pair 200/1000¢%
QHO00017 Human HCK gqPCR Primer Pair 200/1000¢%
QH00021 Human HMBS gPCR Primer Pair 200/1000¢X
QH00025 Human HPRT1 gqPCR Primer Pair 200/1000/X
QH00029 Human HSP90AA1 gPCR Primer Pair 200/1000/X
QHO00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢%
QHO00037 Human LDHA gPCR Primer Pair 200/1000¢%
QH00041 Human NONO gPCR Primer Pair 200/1000¢%
QH00045 Human PGKI1 qPCR Primer Pair 200/1000¢X
QH00049 Human PPIA qPCR Primer Pair 200/1000/X
QH00053 Human RPL30 gPCR Primer Pair 200/1000/X
QH00057 Human RPLPO qPCR Primer Pair 200/1000/5000¢X
QH00061 Human RPLP1 qPCR Primer Pair 200/1000¢%
QH00065 Human SDHA qPCR Primer Pair 200/1000¢%
QH00069 Human TBP qPCR Primer Pair 200/1000¢X
QH00073 Human TFRC gPCR Primer Pair 200/1000/X
QH00077 Human YWHAZ gPCR Primer Pair 200/1000X
QHO00081 Human PPIH gPCR Primer Pair 200/1000¢X
QH00085 Human RPL13A gqPCR Primer Pair 200/1000¢%
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢X
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000¢X

¥ #EFFEHGAPDH, RPLPO. ACTB. TUBBFIB2Mf{EAMNZS, (HUIRIX =F T ELRFFRK, 7 AZEE#E A HPRT18
RNA18SSEANS, NIRFNHERISEIRAEE, FiIR5[Pynl 2 H[5-6],

2. /NEAAZSTIPIX

7 g S et (253
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢X
QMO00006 Mouse Rplp0 qPCR Primer Pair 200/1000/5000¢X
QMO00010 Mouse B2m gqPCR Primer Pair 200/1000/X
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000¢%
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢X
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QM00022 Mouse Hmbs qPCR Primer Pair 200/1000¢%
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000¢X
QMO00030 Mouse Hsp90ab1 qPCR Primer Pair 200/1000¢X
QMO00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢X
QMO00038 Mouse Ldha qPCR Primer Pair 200/1000¢X
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢%
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000¢%
QMO00050 Mouse Rpl30 gPCR Primer Pair 200/1000¢X
QMO00054 Mouse Thp qPCR Primer Pair 200/1000X
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢X
QM00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢X
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢%
QMO00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢%
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢X
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000/X
QMO00082 Mouse Ppih qPCR Primer Pair 200/1000¢X
QMO00086 Mouse Sdha qPCR Primer Pair 200/1000¢X
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢%
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000¢%

¥ #HFEFEHGapdh, Rplp0. Actb, TubbfIB2mfEANS, (HUNRIX =FHILEWHELBFRK, oL FEHAHprt1sRn18s
TEANZ, NIRBIHER SRR, LiRs Y] X H[5-6].
3. EFDNA (gDNA)5 9% (F T gDNAG Fefanil) :

e RS R AR (23
QHO00101 Human HGDC Primer Pair 200/1000¢X
QMO00098 Mouse MGDC Primer Pair 200/1000¢X

{£: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR Mix [ 4E#1:

77 RS 7 AR (2B
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/500{%
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, Bii5 %) 1/5/25ml
D7503 BeyoFast™ SYBR Green gPCR Mix (2X, Low ROX, Fjii5#:%) 1/5/25ml
57507 BeyoFast™ SYBR Green qPiE() Mix (2X, High ROX, Fjji5% 1/5/25ml

i
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit (fii5 4%!) 100/500¥%
FASA011-1pc BeyoGold™:H R s il 145
FSF002 POE B PCRABMRE(ABIS)45) 20y /e
FSF035-100pcs BeyoGold™ % aE & PCRAI B AR (E 5URY) 100}y /63%
FSF039-20pcs BeyoGold™ % e & PCR A AR AR (B, 3k 157 %5) 207 /6%
FSF039-100pcs BeyoGold™ e s PCRATEIME (B, BE19345) 1007 /E1%E
FTUB325-1box BeyoGold™ qPCR/\BXHFE (0.2ml, “F-35, 7EHH) 125H/&
FTUB325-10bxs BeyoGold™ qPCR/\BXHFE (0.2ml, -2, 1EH) 1258E/&, 108/48
FTUB333 Wt E mPCRA96FLAR (ABIJF 2E) 207 /6%
FTUB384 wHEE R PCRA384FLIR (ABI732E) 204 /E3E
FTUB335-1box BeyoGold™#e e & PCRAI6FLIR(0.2ml, TotEid, BEHH) 100Y/&
FTUB335-5bxs BeyoGold™# . E & PCRAI6FLAR(0.2ml, ot 1#EHA) 101N/, S& /4
FTUB337-1box BeyoGold™ZE &PCRAI6FLAR(0.2ml, 4814, 1#EHH) 101N/8
FTUB337-5bxs BeyoGold™Ze e BPCRAIGFLIR(0.2ml, 4814, #EHH) 101N/&, 5&/5
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